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AMENDED CLAIMS 

[received by the International Bureau on 26 January 2005 (26.01 .05)j 
original claim 1,7,8,10,12,15 and 19 have been amended. 
New claim 10 has been added 
[4 pages] 

wnmlS^ ?*? ° f 0011011 Went desi e nated MGN 88913 comprising SRO IDNO?T a nH 

5%£!Z%? a aV1I1 i ref S! ntatiVe Se6d deposited with American Type Culture Collection 
(ATCC) with Accession No. PTA-4854. 

2. The cotton plant or parts thereof produced by growing the seed of claim I. 

^.Thecottonpiantorpartsto^ , m 
shoots, roots, or leaves. ' ' h 

4. Glyphosate tolerant progeny of the cotton plant of claim 2. 

5. A progeny cotton plant of claim 4, wherein the genome of said cotton plant 
compnses one or more DNA molecules selected from the group consisting of SEO ID NO- I 
SEQIDNO:2,SEQIDNO:3,andSEQIDNO:4. nsistmg ot bEQ ID NO. I, 

6. A progeny cotton plant or seed or parts thereof of claim 4, the genome of which 
SetiioT ^ COmprising SEQ m NO: 1 or SE Q 1D NO:2 in a DNA amplification 

7. (Amended) [An . isolated DNA polynucleotide p l te6^^n9teeBte^ ^risIn g at least 1 1 
<HM*^»m»6l eot . do 3 of SEQ ID NO;3, orlto ooia pte mont that is 1 A DNA primer set 
compnsing two DNA molecules, wherein ft e first DN A molecule comp rises at least 1 1 r»r more 
contiguous polynucleotides of anv nortion of tfag tr ^ sgene re ff ,nn nf the DNA molpnnl^?^ 
IDNO:3 or its complement, and the second DNA molecule nf s i milar length ^mnri^ 

P l 0Xtl0n0 ! a ^ COtt °" ^ n0miC PNA reff1 '° n nf SEQ m MfV * " r 15 complement wh^ 

these DNA molecules when used top erher a T <> useful in a DNA amphfication method to produce 
an amphcon comprising SEQ ID NO; 1 diagnostic for cotton event MON 88913. 

8. (Amended) \ An Isolated DNA oolviincl^tMa m^ndr ro m nrbin - i t l east 1 1 
eenfaga fi Hs nucleotides of SEQ ID NO:1, or to con ip luaent that l a u s eful 1 A DNA primer set 
comprising two DNA molecules, wherein tha fir^t DNA molecule comprises at jeagi 1 1 ^ ^ 
f.?!!? 0 " 5 polv " M0leotides of anv portlQn & ^- ansgene remnn nf the DNA moler^f^ 
ID NO;4 or its complement, and the second M DNA molecule rif yrnjlar length foil 

any portion of a 3 flanking cotton genomic DNA region of SFO Tp N Q:4. or jg cS^eS 
where these DNA molecules when used together are useful n DNA primer set in a PNA 

amp : , SS?^? h0d t0 pTOduce m am P licon comprising SEQ ID NO:2 diagnostic for cotton 
event MON 8891 3. 



9. A DNA detection kit comprising at least one molecule of 1 1 or more contiguous 
nucleotides homologous or complementary to SEQ ID NO:3 or SEQ ID NO:4, that when used in 
a DNA amplification methods produces an amplicon comprising SEQ ID NO: 1 or SEO ID 
NO:2 diagnostic for cotton event MON 88913. 
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10. (Amended) A method of producing a cotton plant that tolerates application of 
glyphoaate vv 

herbicide comprising: 

(a) sexually crossing a first glyphosate tolerant cotton event MON 88913 parent plant 
cornpnsmg SEQ ID NO:l and SEQ ID NOr? and a second parent cotton plant that acks the 
tolerance to glyphosate herbicide, thereby 

producing a plurality of first progeny plants; and 

(b) selecting a first progeny plant that is tolerant to glyphosate; and 

and (C) SClfme ^ Pf ° eeny ^ thWeby producillg a P lurali *y of second progeny plants; 
(d) selecting from said second progeny plants, a glyphosate tolerant plant. 

11. The method of claim 1 0 further comprising the step of backerossing the first progeny 
plant that is tolerant to glyphosate or the second progeny plant that is glyphosate tolerant to tihe 
second parent plant or a ilnrd parent plant, thereby producing a plant that tolerates the 
application of glyphosate. 

, <rlh J Amended) A method °f deleting the presence of DNA corresponding to cotton event 
MO f ^ 8 r 891 t 3 ^prising SBQ ID NO:l and SEP TP NO. in asample, theSSKSSS? 

(a) contacting the sample comprising DNA with a DNA primer set comprising 

(l) at least 1 1 contiguous nucleotides of a V flAnld ng coton flano mic DNA »> g m n 
flanking the insertion site in cotton ™* n t MON 88913 nr it. complement or « v 
flanking cotton genomic DNA region fjankjngjfag m^ Qn s j te in cotton P Vft nt mom 
88913 or it s complement anrl ■ 

SEP IDN04.* 1 COntiwOU ' S ^ ucleotides nf th » transaene rapion of SEQ IDNn * ™ 

WhiC J l ^f? 22? m 3 nUCje, '° acid an, P ,iflcatio11 reaction with genomic DNA fit>m the cotton 
and" Produces a diagnostic amplicon comprising SEQ ID NO:l or SEQ ID NQ:2; 

(b) performing a nucleic acid amplification reaction, thereby producing fee diagnostic! a 
sa?npJe_amplicon; and J ~ 

. £ } eoniparinR tlie sample amplicon to the [deteetmg^he] diagnostic amplicon to determine 
whether the sample ampl icon comprises SEP ID NQ:1 or SEQ m K^n-y 

„* 3 ' v ln *° metho ^ of claim 12, where in said primer set comprises SEQ ID NO:21 
SEQIDNP:22andSEQIDNO;24. ' 

14. In the method of claim 12, wherein said primer set comprises SEP ID NP-26 
SEQIDNP:27andSEQIDNO:28. 

! w^T2?f? A method of detect3n S * e Presence of a DNA corresponding to cotton 
event MPN 88913 in a sample, the method comprising: 
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(a) contacting the sample comprising DNA with a probe that hybridizes under stringent 

SSSS^, 001 !?^^?? gen ° ffliC DNA fr0m tbe cotton eventMON SSPlS^comising 
SEQ ID NO: l and SEQ ID NO:2, and does not hybridize under the stringent hybridization 
conditions with a control cotton pJant genomic DNA, wherein said probe is homologous or 
complementary to SEQ ID NO:l or SEQ ID NO:2; and 

(b) subjecting the sample and probe to stringent hybridization conditions- and 

(c) detecting hybridization of the probe to the DNA. * 

16. A cotton piant comprising a glyphosate tolerant trait that is genetically linked to a 
component of a marker polynucleic acid, wherein said marker polynucleic acid molecule is 

m^Zll^^oT 1 i0 8 ° NA n,o,e0ule se,ected from the consistbg of SEQ 

ooJ?' A ra . e * odof toerminingthe zygosity of tbe progeny of cotton event MON 
88913 comprising: 

Nri? S?^ SjSf m ft2SEf WnB ° 0tton DNA with a P rimer 5et ^Prising SEQ ID 
I ' Z m N °? 2 ^ d SEQ m NO:23 ' ** when used 111 a nucleic-acid ampfecation 
reaction with genomic DNA from cotton event MON 889 13, produces a first amplicon that is 

diagnostic for cotton event MON 88913; and 

(b) performing a nucleic acid amplification reaction, thereby producing the fim amplicon; 

(c) detecting the first amplicon; and 

(d) contacting the sample comprising cotton DNA with said primer set, that when used in a 
nucleic-acid amplification reaction with genomic DNA from cotton plants produces a 

second amplicon comprising the native cotton genomic DNA homologous to the cotton 
genomic region of atransgene insertion identified as cotton event MON 88913- 

(e) performing a nucleic acid amplification reaction, thereby producing the second 
amplicon; and 

(f) detecting the second amplicon; and 

(g) comparing the first and second amplicons in a sample, wherein the presence of both 
amphcons indicates the sample is heterozygous for the transgene insertion. 

ao J?' A rneth0d 0f detefmMlin e zygosity of the progeny of cotton event MON 
88913 comprising: 

(a) contacting the sample comprising cotton DNA with a primer set comprising SEO ID 
NO:2 1, SEQ ID NO:22, SEQ ID NO:23, SEQ ID NO:24, and. SEQ ID NO:25: and 

(b) performing a nucleic acid amplification reaction; and 

(c) detecting the products of the reaction. 

19. (Amended) A method for controlling weeds in a crop of cotton event MON 88913 
comprising SEO ID NO: 1 a nH SEP ID NO.-2, comprising 

weSfON fmi " efB2CtiVe d0SC ° f a glyphosate contai «% herbicide to said crop of cotton 
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20. (New) The method of claim 12, wherein tiie DNA primer set comprises at least one 
™ SEQID No" m ° re C ° n * ieU0US nucleotides homologous or complementary to SEQ H> NO:3 
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